
Guidelines and template for the review of the draft monitoring framework for the post-2020 global biodiversity framework
I. Background
1. The second meeting of the Open-ended Working Group
 on the Post-2020 Global Biodiversity Framework invited the Subsidiary Body on Scientific, Technical and Technological Advice at its twenty-fourth meeting to, among other things, carry out a scientific and technical review of the updated goals and targets, and related indicators and baselines, of the draft global biodiversity framework. Under agenda item 3 the Subsidiary Body will consider this issue. 

2. Tables 1 and 2, presents a draft monitoring framework for the 2050 Goals and the 2030 targets respectively. These tables are being made available for the purposes of peer review. In both tables’ interim formulations of the proposed 2050 goals and milestones and the 2030 targets are provided for context. Review comments are not being sought on these parts of the post-2020 global biodiversity framework at this time. Column A of the tables provides draft components of the goals and targets. Columns B and C of the tables provide draft monitoring elements and indicators to be used at the global level to monitor progress in the implementation of the post-2020 global biodiversity framework. Further column D provides information on the period baseline data is available for the indicator and on the frequency that the indicator is updated where known. Review comments are being sought on columns A, B, C and D only. 
II. Submitting Comments
1. To ensure that your comments are given due consideration, please send them by e-mail to secretariat@cbd.int, at your earliest convenience but no later than 25 July 2020
2.   When submitting comments, please adhere to the following guidelines as much as possible:

a. Please provide all comments in writing and in an MS Word or similar document format using the table provided below. 

b. Please provide full contact information for the individual/Government/organization submitting the comments. 

c. Please avoid commenting on issues related to grammar, spelling, or punctuation, unless it affects the overall meaning of the text, as the document will be edited as the final draft is prepared. 

d. To facilitate the revision process please be as specific as possible in your comments. In areas where you feel additional or alternative text or information is required, please suggest, if possible, what this text may look like or what should be included.

e. If you refer to additional sources of information, please include these with your comments when possible or provide a complete reference or hyperlink.  

f. Please focus your comments on columns A (components the draft goals and targets), B (monitoring elements), C (indicators) and D (indicator baseline year and frequency of updates) of tables 1 and 2. 

g. If you are suggestion the inclusion of additional indicators please provide information on if the indicator is currently operational, the organization supporting its development, its baseline (i.e. the year data is first available) and how frequently the indicator is updated (i.e. monthly, yearly, every two years etc.). 
h. All review comments will be posted on the webpage
 for the post-2020 global biodiversity framework in the interests of transparency
3. Should you have any questions regarding the review process, please contact secretariat@cbd.int.  

III. Template for Comments
4. Please use the review template below when providing comments. 
5. The complete draft of the monitoring framework has been released in a portable document format (PDF). For tables 1, 2 and 3 column letters and row numbers have been provided as well as page numbers. Please use these as a reference as illustrated in the table below. General comments can be included in the table by referring to Page 0 and Line 0.

TEMPLATE FOR COMMENTS

	Review comments on the draft monitoring framework for the post-2020 global biodiversity framework

	Contact information

	Surname:
	Buschbom

	Given Name:
	Jutta

	Government (if applicable): 
	

	Organization:
	Statistical Genetics (statistical-genetics.com)

	Address:  
	Gerhart-Hauptmann-Strasse 35

	City:
	22926 Ahrensburg

	Country:
	Germany

	E-mail:
	jutta.buschbom@statistical-genetics.de

	General Comments

	This submission ties in with and strongly supports the work of the IUCN Species Survival Commission specialist groups and task forces, as well as, the Biodiversity Indicators Partnership. The here proposed two new indicators of within-species genetic diversity complement and add to existing indicators and indicators proposed by the IUCN SSC Conservation Genetic Specialist Group (CGSC; within-species level), the IUCN SSC Phylogenetic Diversity Task Force (crossing the species boundary, with a focus on between-species diversity) and the Society for the Preservation of Natural History Collections (SPNHC) jointly with the Consortium of European Taxonomic Facilities (CETAF; here specifically the indicator “Completeness of the world’s species list”, above-species level).

The proposed new indicators (more information here) complement the indicators of within-species genetic diversity proposed by the CGSC, in their focus on trends in genetic diversity within species that are widespread and continuously distributed. For example, both, European ash and the ascomycete causing ash dieback disease have large distribution ranges and are common throughout most parts of their ranges. Such coevolutionary systems are causing huge socio-economic damage in, e. g., forestry and agriculture. On the contrary, mycorrhizal species, as well as, symbiotic algae or bacteria and their animal (e. g. corals) and plant hosts (many forest tree species, legume trees to crops) are often of high importance for ecosystem functions and resilience. These wild and currently common to ubiquitous species extensively and fundamentally provide benefits to people and, thus, prominently contribute to humanity’s wellbeing (see e. g. SDGs 1-3 and 14 & 15). Despite their importance to ecosystems and humanity, and their distribution throughout the Tree of Life, fungi, microorganisms in general and many other groups of widespread organisms are underrepresented in the monitoring framework and the CBD process (see e. g. reviews by The International Society for Fungal Conservation).
As member of the Biodiversity Crisis Committee of the Society for the Preservation of Natural History Collections (SPNHC), I am supporting the indicators proposed by SPNH, having participated in their discussion. 



	Genetic diversity provides “future options for humanity” and is in this way connecting Goals A and B (cp. the submission by the IUCS SSC Phylogenetic Diversity Task Force). Within-species diversity allows species to respond relatively quickly in evolutionary time and adapt to global changes, thus, providing resilience and adaptability, reducing the threat to biodiversity (zero draft of the post-2020 GBF, CBD/WG2020/2/3 Annex I, section II, 2030 action targets 1-6). It is also an important pool for managed genetic diversity that is used by humans in the form of breeds, landraces and mutational varieties, meeting thereby people’s needs through sustainable use and benefits sharing (zero draft of the post-2020 GBF (CBD/WG2020/2/3 Annex I, section II, 2030 action targets 7-11). Within-species genetic diversity furthermore provides incorruptible characters for conservation tools for the certification of sustainable management practices (e. g. UNFF14 E/2019/42-E/CN.18/2019/9), for the monitoring of supply chains and for forensic work fighting illegal wildlife trade, logging and fishing (see e. g. the ICCWC of the UNODC). Such conservation tools and solutions are needed for the 2030 action targets for implementation and mainstreaming (zero draft of the post-2020 GBF (CBD/WG2020/2/3 Annex I, section II, 12-20).

The monitoring of within-species genetic diversity requires high-quality, standardized reference datasets of distribution-range-wide genetic diversity within species that are in accordance with the FAIR principles and, thus, accessible to researchers globally. Moreover, these form the indispensable foundation for effective, efficient and reliable conservation tools for the monitoring, management, protection, recovery and conservation of species. Progress can be measured by the proposed indicator “Number of species with standardized population-genetic reference datasets”.

The proposed indicator, “In situ and ex situ records-based index of within-species genetic diversity”, immediately allows evaluations of the trends of within-species genetic diversity. It is based on in situ and ex situ data as proxy, using e. g. specimen- and observation-records, as well as, the spatial and ecological distribution of collection records. The proposed indicator is similar to the currently operational and included CBD-indicator Comprehensiveness of conservation of socioeconomically as well as culturally valuable species. This indicator is provided by CIAT and Crop Trust. It also takes inspiration from EUFORGEN’s pan-European strategy for the conservation of forest trees (2015) and its recently published set of indicators (2020).


	

	

	

	

	

	

	

	Specific Comments

	Table
	Page
	Column letter
	Row number
	Comment

	1
	3
	A
	34-35
	Replace “A4. Increase the population and health of species” 

by “A4. Increase the population basis of native or endangered species”

Rationale: 

If “health” is measured by population growth or abundance (population size), then “population increase” and “population health” measure the same aspect.

If the meaning of “health” is taken to relate to the probability of species or population longer-term survival and to adaptability, its monitoring requires species-specific, very difficult and detailed investigations and monitoring. To measure “health” properly, it is generally necessary to combine population-biological demographic models and analyses of community processes and dynamics with population-genetic models inferring and evaluating evolutionary processes and events, as well as, genetic diversity and structure. 

In both cases, it is proposed to remove the reference to “health” from the Component.

An insertion of the modifiers “native or endangered” takes into account the problem of invasive species, including pathogens (see Target 5 and AICHI Target 9, as well as, in consequence Goals A3-A6 and B2, and Targets 1-4, 8-9 and 19).

	1
	4
	C & D
	36
	Proposed new indicator “In situ and ex situ records-based index of within-species genetic diversity” for monitoring genetic diversity within species based on specimen-, observation and record-data, taking into account spatial and ecological distribution. 

Rationale: The proposed indicator provides a summary of current within-species genetic diversity, as measured by the proxies of in situ and ex situ records, distribution range extent, ecoregion coverage and monitoring efforts. This indicator will have high relevance for Goal A5 and Target 19, as well as, Aichi Target 13 and SDGs 14 & 15.

The proposed indicator is similar to the currently operational and included CBD-indicator “Comprehensiveness of conservation of socioeconomically as well as culturally valuable species”. This indicator is provided by CIAT and Crop Trust. It also takes inspiration from EUFORGEN’s pan-European strategy for the conservation of forest trees (2015) and its recently published set of indicators (2020).

Data sources: The indicator is based on publicly available data from GBIF, INSDC, BOLD and similar data aggregators, the IUCN-based global classification of ecoregions or comparable classifications, and a global list of species, for which data sources include GBIF, INSDC and BOLD records.

Baseline: first year of implementation

The historical tail of the timeseries can be reconstructed back to the date of the earliest record present in publicly accessible repositories, as for example GBIF, INSDC and BOLD. 



	2
	4
	C & D
	36 b
	Proposed new indicator: “Number of species with population-genetic reference datasets”.

Rationale: Trends in the maintenance, erosion or disintegration of genetic diversity directly impact human wellbeing in many ways and are a corner stone for the sustainable use of biodiversity as envisioned by the CBD and SDGs 1-3, 14-15.

For this purpose, population-genetic reference datasets are needed to directly measure within-species genetic diversity, e. g., to monitor, evaluate and identify populations and species that are impacted or threatened by climate change or desertification of habitats. The distribution, structure and quantification of within-species genetic diversity is also essential for monitoring of wild species managed in natural populations and the impact of different management practices, changes in land-use and connectivity, newly arising pests and pathogens, as well as, species responses to climate change. Only with reference data is it possible to develop appropriate responses to mitigate negative trends.
Within-species genetic diversity moreover provides characters for conservation tools applied for the certification of sustainable management practices (e. g. UNFF14 E/2019/42-E/CN.18/2019/9). Furthermore, reference datasets will have high relevancy for Components and Monitoring Elements in Goal A4 & A5 and Goal B1 & B2, as well as, Targets 3-5 for reducing threats to biodiversity, Targets 8 and 9 for meeting people’s needs through sustainable use and benefit sharing, and Targets 14 and 19 providing tools and solutions for implementation and mainstreaming.

For widespread species, as for example, many forest tree species, marine organisms and microbial pathogens of importance to, e. g., forestry and agriculture, regional or (sub-) national monitoring efforts can only be interpreted reliably if set into the distribution-range-wide context of reference datasets. Due to their transnational extent and importance, reference datasets can only be assembled by multilateral, international research collaborations. Thus, there are close links to the Nagoya Protocol, especially Art. 8 a-c and 9, which need to be considered – cp. Goal C and Target 12.

Data sources: Proposed data sources include publicly accessible repositories, as for example GBIF and INSDC. 

Baseline: year of first reference dataset that represents the genetic diversity of a species. 
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	Proposed Global Indicator: In situ and ex situ records-based index of within-species genetic diversity
Relevant Goals and Targets: A5 and T19

Row Number: 36
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	Proposed Global Indicator: Number of species with population-genetic reference datasets
Relevant Goals and Targets: A4 & A5, B1 & B2, T3-5, T8-9, T14, T19, see also C and T12

Row Number: 36 b

	
	
	
	
	

	
	
	
	
	


Comments should be sent by e-mail to secretariat@cbd.int no later than 25 July 2020.
� � HYPERLINK "https://www.cbd.int/doc/recommendations/wg2020-02/wg2020-02-rec-01-en.pdf" ��CBD/WG2020/REC/2/1�


� � HYPERLINK "https://www.cbd.int/conferences/post2020" �https://www.cbd.int/conferences/post2020�





