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European GMO initiative for a unified database system

Home GMO Detection Analysis Authorisation Search Help

Mission

European GMO Initiative for a Unified Database System

provide reliable information for the detection and | owwen The European GMO database

Release 1.9.4
EUginius (EUropean GMO INltiative for a Unified Database System) is an initiative of BVL - the Federal Office of Consumer

i d e n t i fi ca t i O n Of ge n eti Ca l ly m 0 d ifi e d O rga n is m S :‘:ﬁﬂcia““d) Protection and Food Safety (Berlin, DE) and WFSR - Wageningen Food Safety Research (formerly RIKILT) of Wageningen UR

R (Wageningen, NL). EUginius’ intention is to support competent authorities and private users who seek accurate information on

e b ol . 3 genetically modified organisms.
iving modified organism sz
EUginius provides detailed information of major and relevant issues regarding the presence, detection and identification of

EUginius views GMOs:

876 GMOs (incl.
stacks) = with a focus on the situation in the European Union

266 methods = as well as world-wide coverage

o
I a rget a u d I e n c e 451 reference Since the European Union classifies organisms developed using ‘new genomic techniques’ (NGTs) into the GMOs, EUginius

materials provides information about commercialised organisms as well as about published ones which present market-relevant traits.
Please note that EUginius does not contain an exhaustive list of organisms developed with NGTs and presence of a market-
relevant trait does not necessarily imply admission to the market.

Geneitic elements

(official) laboratories for GMO control and ST
detection as well as the interested public e e e e

 Wageningen Food Safety Research (WFSR) is an independent research institute in the area of the safety and wholesomeness of food
« more abou the parners

Members of the EUginius group are aiso the organisatians below:

Federal Difice of

Q Consumer Protection
gWA(ISENINGE.N |andfondSalm

WWW.euginius.eu
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EUginius in numbers (as of May 9, 2023)

>230
applications for |
authorisation (EU)

878 GMO 451
incl. 416 single events, 409 stacked events, 53 reference materials
genome edited organisms

1 266 detection methods
genetic elements n,_, | incl. event-, element-, S

(molecular characterisation) | construct-, taxon-specific

1
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Collaboration with the BCH
How everything started

GMO genetic element thesaurus

* Need for harmonisation of terminology of
genetic elements was identified

* Development of a thesaurus to unambiguously
name genetic elements

* Joint publication in 2021 on GMO-GET

The general syntax for a genetic element is
XX-YYYY-ZZZZZ - e.g. CS-epsps-MAIZE

oot 0. 166 8. 020.03680.0 BMC Bioinformatics

. ®
GMO Genetic Elements Thesaurus i

(GMO-GET): a controlled vocabulary

for the consensus designation of introduced
or modified genetic elements in genetically
modified organisms

Paulien Adamse'"©, Emilie Dagand?, Karen Bohmert-Tatarev’, Daniela Wahler?, Manoela Miranda®,
Esther ) Kok' and Joachim Bendiek™®

Pty Abstract

mﬁuﬁ%mn Background: Various databases on genetically modified organisms (GMOs) exst, all
/00 AE Waganingen, with their specilic focus to faclitate access w information needed lor, e. g, the assis-
Netheilands tance in risk assessment, the development of detection and identification strategies or
Fusll list oof aithor infornmition

inspection and control activities. Each database has its unique approach towards the
:ﬂlﬂpm the.end of the subject. Often these databases use different terminology to describe the GMOs. For
adequate GMO addressing and identification and exchange of GMO-related informa
Lion it is necessary Lo use commonly agreed upon concepls and Lerminology.
Result: A hisrarchically structured controlled vocabulary describing the genetic ele-
ments inserted into conventional GMOs, and GMOs developed by the use of gen(om)
e-editing is presented: the GMO genetic element thesaurus (GMO-GET). GMO-GET
can be used for GMO-related documentation, including GMO-related databases. It has
initially been developed on the basis of two GMO databases, L2, the Biosafety Clearing
House and the EUginius database.
Conclusion: |he use of GMO-CET will enable consistent and compatible informa-
tion (harmonisation), also allowing an accurate exchange of information between the
different data systems and thereby facilitating their interoperability, GMO-GET can also
be used to describe genetic elements that are altered inorganisms obtained through
current targeted genome-editing rechniques,

Keywords: GMO, Thesaurnus, Vocabulary, Genetic elements, Genome-editing, Targeted
mutagenesis

B C H BIOSAFETY CLEARING-HOUSE ’EIUG:}=N;IIUS
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Here we are...

I GMO data sheet Genetic element
(GMO-GET)

I authorisation (EU) I I detection methods |<- ------------------------- E

l

I reference material I

LMO record
(incl. link to detection
methods in other
databases)

y

Y

risk assessment

country’s decision
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How does it look

B C H BIOSAFETY CLEARING-HOUSE ’EIUG:IiN;Iius

like in the databases? Where is the linkage?

B C H BIOSAFETY CLEARING-HOUSE

Genetic Element Add Synonyms. Denor
2P-Caulfoss: massic s & pus
»P-2008_368-SYNTH +
P.358.CaMV o PS PCAY 388 Couldlawsr
promcte plun four
SPASYCaMV o COMAV IS8 promcla s burrapemn el v

civing $6quence, P4AST

m *

S Mt s o bl o

Trait

Records in the databases referencing the genetic element

Funetion Deflnition BCH

100287

Consésts offur tandem rapasts of
SANANG ot 1ASY, oo
21g) (Lam and Chua 1990) and a
gl porton o the 168 promtar
(Ol al. 108
Conifoner masac Wy (CAMV)

150

Couifowes maaic vius (COMV) 348

[ BCH-GENE-SCBD-100366-6 | (4 PDF | @ Print | «f Share | 'D Compare ~

Name of genetic element

General information

CaMV Enhanced 355 promoter

P-e355-CaMV

5 Atih cortainng a dup
h widionally stmulites
pants.

* gromoter wih quphcated onhanc

g, nnert samant gl
a0 botwwan g 0op 12209
v 20605 45p/5 488 Ky ., <t o

(1907) Sciance 236, 12991302

ewo List with GMOs and genetic elements
Define Filter Critena

promoler > P-Caulllowe Mosalc virus > P-636S-Camy x

By pressing the show” function of column Genetic Elements”, all further elements contained by the fitered GMOs are displayed

e % page1or17 W W resuns per page

all 320 resulls

ASRIGY promoter » P-Caulfiower m
Your search eritarion Is: { lement Largel. P-CaUNWer MOSAK VIS )

B0 polafo promoter » P-Caulflowerm  Refie Seach

BI1 KM Mo % pagetort # ® resuits per page: 20 100 | all 8 resuits

BI11 ¢ MIR152 ¥ MIRG04 ¥ MONAS034 X GAZ1 Name Tpe

BNk KK Kb a7 QL-ELE-00-001 element-speciic

Bl % MIR162 x MIREO4 & MONBS034 x 5307 &
QL-ELE-00-004

QL-ELE-00-005

QLELE00-012

QL-ELE-00-017

* Detection methods search result

element.specifc

eiement.speciic

eement-speciic

eiement.speciic

Target Description

Cualtative conventional PCR method for detection of Causfiower mosai vinus 358 promoter (Offiial C
according fo § 64 LFOB, L 00.00-31)

P-Cauliiower mosaic virus

P-Cauiflower mosaie virus.  Gualilative convenlional POR method for detection of Causiower mosak vius 355 peomoler (Lipp el

P-Cauiiflawer mosaic virus.  Gualiiative conventional PCR method far defextion of Cauifiower mosak wirus 355 promoler (ISO/FDIS
Qualitative realtine PCA (Tagan) method for detection of Caullliower masaic virus 35 promater (pa

E-355-CaMV, P-Caulllower

mosak Wrus, P-scpl- Part of the qualtalive duplex reatime PCA (TagMan) metnod for defection of Caulifiower Masaic Wirus

SYNTH synthase terminator SO 21560 AMD1)

P-Caulllower mosalc virus  Gualilative realtime PCR (2

Tor detection of P-358 C Plednolr et al, 3

Category

Promoter

LAST UPDATED: 16 FEB 2021

EN

EN

Living Modified Organism

Page1of11  «First «Prev 2 3 4 5 6 Next» Last»

Title 12 Uid 13

Fertility restorer Indian mustard

BioCassava Pro-

MON-89034-3 x  Title 13
LAB - Instituto de Innovacién en Biotecnologia e Industria (lIBI)

LAB - Sciensano

LAB - LABORATORIO CENTRAL DE VETERINARIA (LCV)

BCH-LMO-SCBD-115910-2
Yo

Laboratory for detection and identification of LMOs

Introduced or modified genetic element(s) 252

1-250f252 tems perpage |5 v

Updated ¢ 14

18Apr2$13 17

Genetic element(s) detectable by 1

uld |2
BCH-LAB-SCBD-250632
BCH-LAB-SCBD-25059¢

BCH-LAB-SCBD-25061¢
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Where is the linkage? GMO <> LMO

B C H BIOSAFETY CLEARING-HOUSE

GMO detailed information ' BCH-LMO-SCBD-115563-3 PDF | & Print | <4 Share | ‘D Compare ~ | & | @ Close
GMO: CTC93209-4
. [ Decisions on the LMO (' Risk Assessments PUBLISHED: 03 APR 2020 LAST UPDATED: 17 FEB 2022
uID: CTC-9329-4
Living Modified Organism identity

Company: Centro de Tecnologia Canavieira (CTC) The image below identifies the LMO through ifs unique identifier, trade name and a link o this page of the BCH. Click on it to

Deve!oper: Centro de Tecnologia Canavieira (CTC) download a larger image on your computer. For help on how to use it go to the LMO quick-links page

Species: Saccharum officinarum (sugar cane, sugarcan Tyt i

Traits: Pest/Disease resistance = Insect resistance > | >pidoptera resistance

Selection markers and reporter genes > Kanani scinfneomycin resistance %—2352‘3‘?—4 e
EU authorisation: m m o
CBD
Read barcode or type above URL into internet browser to access information on this LMO in the Biosafety Clearing-House © SCBD 2012
Q no Reference materials could be found MName
2 no Authorisations could be found
i Insect resistant sugarcane EN

& no Literature reference could be found

_— Transformation event
. General Information

CTC93209

Description: The sugar cane event CTC93209 has bee

produced by Agrobacterium-mediated transformation with vector pCTC523. T| e vector Does this LMO have a unique identifier?
carries two cassettes

Yes

« The first cassette encodes the cry1Ac ge le conferring resistance to D. saccharalis.

« The second cassette expresses the Nptl| protein used as a selection marker. Unique identifier
Real-time polymerase chain reaction and ; y 4 = CTC.079099.4
without sequences related to the backbone of the plasmid
Developer(s)
Links regarding to this GMO: = e
- - X K < 17
BCH http//bch cbd int/database/record shimi?docume ORGANIZATION: CTC - CENTRO DE TECNOLOGIA CANAVIEIRA | BCH-CON-SCBD-243818-1 [
ORGANIZATION:
Transformation / Modification Agrobacterium-induced
technique:

CTC - Centro de Tecnologia Canavieira ﬁ
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Where is the linkage? Detection and identification methods for LMO

B C H BIOSAFETY CLEARING-HOUSE

GMO detailed information

' BCH-LMO-SCBD-115563-3 | PDF | & Print | <4 Share | '© Compare ~ | &
LIVING MODIFIED ORGANISM (LMO)

GMO: CTC93209-4

Alias:

uID: CTC-93209-4

Tradename:

Company: Centro de Tecnologia Canavieira (CTC)

Developer: Centro de Tecnologia Canavieira (CTC)

Species: Saccharum officinarum (sugar cane, sugarcane)

Traits: Pest/Disease resistance > Insect resistance > Lepidoptera resistance
Selection markers and reporter genes = Kanamycin/neomycin resistance

EU authorisation: m E

N
~ Detection Methods

5 resuits
QLELE.
CrylACF(R).  element- CS-crytAc. Qualitative real-time PCR (TaqMan) method for detection of the  in-house o 1
DACIYIACR:  specific BACTU crytAc gene (Schottens etal., 2013). validation
n2
CSnplll-
QUELEnp!  element- Qualitative real-time PGR (TaqMan) method for detection of the  in-house
1.5/mpt13  specific Ecow nptil gene (Scholtens et al, 2013) validation ) 1
e VenplILECOLX o
CSanpil. )
a. somont. 10 Qualitative conventional PCR method for detection of ting trial 50 standard .
ELE00.002  specific Vgl ECoL  "e0MYCn phospholianslerase I gene (150 21569) validation
CSnptil- Qualitative conventional PCR method for detection of the
L CoT ECOLX, T T T e L ) [ e national standard 1
ELE-00-003  specific J Lt S A * validation

Venptll-ECOLX  2001)

CS-crylAb-
aL cloment BACTU, CS-  Qualtalive real-me PGR (ToqMan) method fo detection ol e
ELE0O016  specifc crylAb_tAc_tr- eloment coding for synthetic cryIAWVAC genes (ISOTS e 1SO standard 1

SYNTH, CS- 21569-6)
aylAc-BACTU

Export to Excel

' Decisions on the LMO ' Risk Assessments PUBLISHED: 03 APR 2020 LAST UPDATED: 17 FEB 2022

Living Modified Organism identity

The image below identifies the LMO through its unique identifier, trade name and a link to this page of the BCH. Click on it fo
download a larger image on your computer. For help on ho use it go to the LMO quick-links page
hetps:/foch. cbd. int/database/recardTdocumentiD=115563

CTC-932@9-4
Insect resistant sugarcane

CBD

Read barcode or type above URL into internet browser to access information on this LMO in the Biosafety Clearing-House © SCBD 2012

Name
Insect resistant sugarcane EN
Transformation event

CTC93209

Detection method(s)

External link(s)

9 EUginius: GMO event CTC93209-4 [ English |

Additional Information

Other relevant website addresses and/or attached documents

9% EUginius: GMO event CTC93209-4 [ English ]
% ISAAA: CTC93209-4 [ English |
[3 BR102020005666A2.pdf [ Portuguese |
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Outlook
EULPNIVS
Current state: Midterm goal:

Long-term goal:

explore automated ways

as described intensify data exchange for data exchange

B C H BIOSAFETY CLEARING-HOUSE
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Thank you for your attention!

Contact:

Dr. Daniela Wahler
Gerichtstr. 49, 13347 Berlin

405@bvl.bund.de | databasemanager@euginius.eu
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