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I. INTRODUCTION

1. In decision CP-9/13, the Conference of the Parties serving as the meeting of the Parties to the
Cartagena Protocol on Biosafety (COP-MOP) decided to convene the Ad Hoc Technical Expert Group
(AHTEG) on risk assessment and risk management to work in accordance with the terms of reference
annexed to that decision. In the same decision, the Conference of the Parties serving as the meeting of the
Parties to the Cartagena Protocol requested the Executive Secretary to commission two studies informing
the application of annex | to (a) living modified organisms containing engineered gene drives and (b)
living modified fish and present them to the online forum and the AHTEG. The Conference of the Parties
serving as the meeting of the Parties to the Cartagena Protocol also requested the Executive Secretary to
collect relevant information to facilitate the work of the AHTEG.

2. Based on the above, the Secretariat has compiled a list of references from various sources with the
aim to support the deliberations of the AHTEG by providing background information that may be relevant
for discussion on the various agenda items.

3. The present compilation of references contains references submitted through the submissions of
information on risk assessment and risk management (section I1), references shared during the Open-Ended
Online Forum on Risk Assessment and Risk Management (section Ill), as well as other additional
references on the topics of engineered gene drives and living modified fish (section 1V).

4. The references include peer-reviewed articles, opinion documents and perspectives.
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