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LIST OF REFERENCES ON SYNTHETIC BIOLOGY
I. INTRODUCTION
In decision 14/19, the Conference of the Parties decided to extend the Ad Hoc Technical Expert Group (AHTEG) on synthetic biology with renewed membership, taking into account, inter alia, the work on risk assessment under the Cartagena Protocol, to work in accordance with the terms of reference annexed to that decision. In the same decision, the Conference of the Parties requested the Executive secretary to facilitate the work of the AHTEG by, among other things, collecting and synthesizing relevant information.
Based on the above, the Secretariat has compiled a list of references from various sources with the aim to support the AHTEG deliberations by providing background information that may be relevant for discussion on the various agenda items.
The present compilation of references contains references submitted through the submissions on synthetic biology (section II), references shared during the Open-Ended Online Forum on Synthetic Biology (section III), and additional references for the AHTEG on Synthetic Biology (section IV). 
It is worth noting that due to the cross-cutting nature of some of the topics and references here provided, they may fit in more than one of the categories provided below, and therefore, AHTEG members are requested to consider this as a guidance and to use their own judgement towards the use and analysis of the references contained in this document.
The present document contains only peer-reviewed articles, opinion documents and perspectives.
II. REFERENCES FROM SUBMISSIONS ON SYNTHETIC BIOLOGY
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