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AICHI Target 13: By 2020, the genetic diversity of cultivated plants and farmed and domesticated animals and of 
wild relatives, including other socio-economically as well as culturally valuable species, is maintained, and strategies 
have been developed and implemented for minimizing genetic erosion and safeguarding their genetic diversity. 

The Convention on Biological Diversity is concerned with the conservation of all living organisms, and the 
conservation of genetic diversity within species.  Aichi Target 13 (T13) is the only target to specifically address 
within-species genetic diversity.  The loss of biological populations is a major factor in biodiversity loss.  By 
definition, the loss of genetic diversity within a species is almost complete prior to species extinction. Target 13 is 
therefore extremely important in enabling the level and trajectory of biodiversity to be measured and managed.   

The current wording of T13 places a strong emphasis on the conservation of genetic diversity in cultivated plants 
and domesticated animals, compared to wild species.  Although some attention is directed towards ‘wild relatives’ 
and ‘socio-economically’ and ‘culturally valuable species’, the species description largely omits wild species that 
comprise the vast majority of genetic diversity on the planet.  While appropriate conservation of genetic diversity 
within those species emphasised in T13 is certainly important, we argue that the target should be expanded 
significantly and refocused on the conservation of genetic diversity in wild species, living in natural populations.  

The importance of wild species genetic diversity 

Genetic diversity is essential for all species to thrive and to adapt to changing environments.  Against a backdrop of 
climate change, habitat alteration, anthropogenic movement and elevated disease transmission, species lacking 
genetic diversity will be less able to respond, adapt and survive.  If we are serious about conserving wild species, 
we must conserve wild genetic diversity. Species are fundamental components of the ecosystems that we rely on 
to live, but that we are only beginning to understand.  Ecosystem services are delivered through huge numbers of 
species that may not currently be recognised as socio-economically or culturally valuable, but their genetic health 
is of crucial importance to human prosperity. Wild species are the genetic ancestors of all cultivated crops and 
domestic animals.  While the importance of wild relatives is acknowledged in the current wording, this does not 
allow for novel domestication or alternative use that exploits natural genetic diversity across wild species. 

Approaches for extending T13 to include wild species 

Proposed methods for evaluating and monitoring genetic diversity in crops and domestic species are not 
applicable to natural populations. However, recent work has started to address the implementation of T13 for 
wild species in two ways.  First, a method to evaluate population genetic diversity across a wide range of wild 
taxa, including those of socio-economic and cultural value, has been developed in Scotland, for worldwide 
application.  This approach does not require the production of molecular genetic data, but instead generates a 
report enabling a comparison of the status, threats, management and long-term risk to genetic diversity among 
species and countries, over time.  A second longer-term approach would be to use genomic data that allows 
direct measurement and trend monitoring of comparable genetic diversity measures.  Such methods are under 
active consideration within the global conservation genetics community and would be equally applicable under 
T13 to livestock and crop populations. 

Integration across T13 sectors 

While advocating that wild species should be given much more prominence in T13, the importance of maintaining 
a common framework for T13 implementation is also clear.  A more explicit framework for implementing T13 
would enable the CBD to unite wild species, agricultural species and forest genetic resources, including in situ and 
ex situ populations, into a cohesive system for measurement, monitoring and future management of genetic 
diversity. 
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